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In Portugal two of the most typical and representative industries in terms of 
economical dimension are the production of wine and the production of olive oil. 
Nowadays these Portuguese agro-industries are focussed in the production of high 
quality wines and olive oils, produced from local grape varieties and from local olive 
trees.  
Both industries are responsible for large negative environmental impacts as a 
result of the large volumes of effluents containing high organic loads and recalcitrant 
compounds like polyphenols, tannins, lipids, etc. The small dimension and disperse 
localization of many of the wineries and of the olive oil mills as well as their seasonal 
nature, often difficult the treatment and/or disposal of their wastewaters. At INETI, we 
developed JACTO bioreactors for efficient bio-treatments of both effluents using the 
native microbial consortia [1,2]. 
The aim of this work is to study the role of microbial consortia composition on 
the reactor performance and to determine microbial structure shifts along the bio-
treatments. Molecular profiles were determined by temperature gradient gel 
electrophoresis (TGGE) of PCR-amplified 16S rRNA gene fragments in crude 
effluents, at the start-up, along and at the end of both bio-treatments.  
Correlation of microflora profiling with bio-treatment efficiency provides a 
methodology to monitor and define optimisation strategies for reactor microbial 
performance. 
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